. Proof of the successful backcross of the fif mutant with wild type No-0. (a) Genotyping PCR analysis of F1 plant material using a primer pair (sense: 5´-CGTGAAACTCAAGGCATTCTCTACTTC -3´; antisense: 5´-CGATTTCGACTTTAACCCGACCGG -3´) specifically amplifying the Ds transposon (upper row) and a primer pair (sense: see above; antisense: 5´-CGTACGTAGAACAACAGAGAATAAGC-3´) specifically amplifying the wild-type genomic region (lower row). (b) Representative image of the inflorescence and flower phenotype of F1 plants generated by the cross of the fif mutant with wild type No-0 (♀No-0 x ♂fif). The reciprocal cross (♀fif x ♂No-0) provided identical results.
. Allele frequency analysis of the No-0 allele within the recombinant mutant pool (unlinked chromosomes). Each red circle refers to a SNP marker distinguishing the No-0 and Col-0 genotypes. The blue line refers to a 200 kb sliding window analysis of the allele frequencies.
The brown line would highlight potential mapping intervals (x-axis: genomic location; y-axis: No-0 allele frequency). 
